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LOCUS       GU733710                1825 bp    mRNA    linear   VRT 13-MAR-2013 
DEFINITION  Sparus aurata oligopeptide transporter-1 (PepT1) mRNA, partial cds. 
ACCESSION   GU733710 
VERSION     GU733710.1  GI:293627469 
KEYWORDS    . 
SOURCE      Sparus aurata (gilthead seabream) 
  ORGANISM  Sparus aurata 
            Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
            Actinopterygii; Neopterygii; Teleostei; Euteleostei; Neoteleostei; 
            Acanthomorpha; Acanthopterygii; Percomorpha; Perciformes; 
            Percoidei; Sparidae; Sparus. 
REFERENCE   1  (bases 1 to 1825) 
  AUTHORS   Terova,G., Robaina,L., Izquierdo,M., Cattaneo,A., Molinari,S., 
            Bernardini,G. and Saroglia,M. 
  TITLE     PepT1 mRNA expression levels in sea bream (Sparus aurata) fed 
            different plant protein sources 
  JOURNAL   Springerplus 2 (1), 17 (2013) 
   PUBMED   23449729 
REFERENCE   2  (bases 1 to 1825) 
  AUTHORS   Cora,S., Terova,G., Izquierdo,M. and Afonso Lopez,J.M. 
  TITLE     Molecular cloning and sequencing of PepT1 in sea bream (Sparus 
            aurata) 
  JOURNAL   Unpublished 
REFERENCE   3  (bases 1 to 1825) 
  AUTHORS   Cora,S., Terova,G., Izquierdo,M. and Afonso Lopez,J.M. 
  TITLE     Direct Submission 
  JOURNAL   Submitted (10-FEB-2010) Biotechnology and Molecular Sciences, 
            University of Insubria, Via Dunant, 3, Varese, VA 21100, Italy 
FEATURES             Location/Qualifiers 
 
 
     source          1..1825 
                     /organism="Sparus aurata" 
                     /mol_type="mRNA" 
                     /db_xref="taxon:8175" 
                     /tissue_type="intestine" 
 
 
     gene            <1..>1825 
                     /gene="PepT1" 
 
 
     CDS             <1..>1825 
                     /gene="PepT1" 
                     /codon_start=2 
                     /product="oligopeptide transporter-1" 
                     /protein_id="ADE58426.1" 
                     /db_xref="GI:293627470" 
                     /translation="RRFSYYGMRAVLVLYFKYFLQWDDDFATTIYHTFVALCYLTPIL 
                     GAIVADSWLGKFKTIIYLSLVYTLGQIIMAISAIHDITDHNKDGTPDDMTLHIALSMV 
                     GLLLIALGTGGIKPCVAAFGGDQFEDHQEKQRSTFFSIFYLSINAGSLLSTIITPILR 
                     AQECGIHKKMQCYPLAFGVPAALMVVALIVFIVGSGMYNKTAPQGNIIVKVCRCIGFA 
                     IKNRSRHRSSQHPKREHWMDWADEKYDKLLIAQVKMVLKVLFLYIPLPMFWALFDQQG 
                     SRWTLQATTLNGNFGFMTIQPDQMQTVNPILILVLVPIMDSVIYPLIAKCKLNFSPLK 
                     RMTVGMFLAALAFIAAALVQIQIDGTLPTFPSSSESQAKFINMVDRKLDIKAGINDVP 
                     LEPYMGSPDYLTFTDTFQLQLGPNANYSASLDKGNRSTLVVVEDGALPRYIKFEDIVS 
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                     KPEQGANAIRFLNGFNADLNITSGEVLFGVTVKNNMSAYGDVPQGNAKFSIKGAGPGQ 
                     ECFFEQQFGFGSSYTMIIKPNFTFGADCQNSIQPVMDMSPNTVHMAWQIPQYFLMTAG 
                     EVVFSVTGLEFSYSQAPSNMKSVLQAGWLLTVAVGNIIVLIV" 
ORIGIN       
        1 gcggcgcttc tcctactatg gcatgcgagc cgtgctggtt ctgtacttca agtacttcct 
       61 gcagtgggac gatgacttcg ccaccactat ctaccacacc tttgtggctc tctgctacct 
      121 gacacccatc ctgggcgcca tcgtggccga ttcatggctc ggcaagttca agacgatcat 
      181 ttacctgtcc ctggtttaca cgctgggaca gatcatcatg gcaataagtg ccatccatga 
      241 cataacagat cacaacaagg atggcacccc cgatgacatg actttacaca tagctctgtc 
      301 catggtgggg ctgctgctca ttgccctggg aacgggaggc atcaagccct gcgtggccgc 
      361 cttcggtgga gaccagtttg aagaccatca ggagaagcag agaagcacct tcttctccat 
      421 cttctacctg tccatcaatg ctggcagcct gctgtccacc atcatcaccc ccatcctgag 
      481 agctcaggag tgtggtattc acaaaaagat gcagtgctac cctctggcct ttggtgtccc 
      541 cgctgctctc atggtggtcg ctctgattgt gttcatcgtt ggaagcggta tgtacaataa 
      601 gactgcccct caaggcaaca ttatcgtgaa ggtctgccgt tgcatcgggt tcgccatcaa 
      661 gaaccgctcc agacaccgta gctctcagca tccaaagaga gagcactgga tggactgggc 
      721 tgacgagaaa tatgataaac tcctgattgc gcaggtaaag atggtgctga aggtgctgtt 
      781 cctctacatc cccctgccca tgttctgggc tctctttgac cagcagggct caagatggac 
      841 cctccaggct acgaccctaa acggcaactt tggatttatg acgatccagc ccgatcagat 
      901 gcagacggtg aacccaatcc tgatcctcgt tttggtgcca atcatggaca gtgtgatcta 
      961 cccactgatc gccaagtgca aactaaactt cagtccgtta aagaggatga ctgtgggcat 
     1021 gttcctcgct gctctcgcct tcatcgccgc tgccctggtc cagatacaaa ttgacggaac 
     1081 actgcctacg ttcccatcaa gcagcgaatc ccaagcgaag ttcatcaaca tggttgacag 
     1141 aaagctggac atcaaagctg gaatcaacga tgttcccctg gaaccttaca tgggcagccc 
     1201 cgactacctg acctttactg acaccttcca gctgcagctg gggcctaacg ccaattacag 
     1261 tgccagttta gataaaggca atcggagtac cctggttgtt gttgaggatg gggctctacc 
     1321 caggtatata aaattcgagg acatcgtttc aaagccggag caaggtgcca atgctatcag 
     1381 atttctgaat ggttttaacg ctgatttgaa cataacgtcg ggtgaggtgc tgtttggagt 
     1441 caccgtcaag aacaacatgt cagcttatgg tgatgttcca cagggaaatg caaaattctc 
     1501 gatcaaaggt gccggaccag gacaagagtg tttcttcgag cagcaatttg gcttcggcag 
     1561 ctcttacacc atgatcatca agccgaattt cacttttgga gcagattgcc agaacagcat 
     1621 ccagccagtg atggacatga gccccaacac cgtccacatg gcctggcaga ttcctcagta 
     1681 tttcctcatg actgcaggag aggtggtgtt ctccgtcacc ggcctggagt tctcctactc 
     1741 acaggcaccc agcaacatga agtctgtgct gcaggctggc tggctgctaa ccgtcgctgt 
     1801 aggaaacatc atcgtgctca tcgtg 
// 
 


	Sparus aurata oligopeptide transporter-1 (PepT1) mRNA, partial cds

