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LOCUS       JN565288                2183 bp    mRNA    linear   INV 13-NOV-2012
DEFINITION  Bombyx mori ATG1 transcript variant A mRNA, complete cds,
            alternatively spliced.
ACCESSION   JN565288
VERSION     JN565288.1  GI:381393197
KEYWORDS    .
SOURCE      Bombyx mori (domestic silkworm)
  ORGANISM  Bombyx mori
            Eukaryota; Metazoa; Ecdysozoa; Arthropoda; Hexapoda; Insecta;
            Pterygota; Neoptera; Endopterygota; Lepidoptera; Glossata;
            Ditrysia; Bombycoidea; Bombycidae; Bombycinae; Bombyx.
REFERENCE   1  (bases 1 to 2183)
  AUTHORS   Casati,B., Terova,G., Cattaneo,A.G., Rimoldi,S., Franzetti,E., de
            Eguileor,M. and Tettamanti,G.
  TITLE     Molecular cloning, characterization and expression analysis of ATG1
            in the silkworm, Bombyx mori
  JOURNAL   Gene 511 (2), 326-337 (2012)
   PUBMED   23041082
REFERENCE   2  (bases 1 to 2183)
  AUTHORS   Casati,B., Rimoldi,S., Terova,G. and Tettamanti,G.
  TITLE     Direct Submission
  JOURNAL   Submitted (09-AUG-2011) Biotechnology and Life Sciences, University
            of Insubria, Via J.H. Dunant, 3, Varese, VA 21100, Italy
FEATURES             Location/Qualifiers
     source          1..2183
                     /organism="Bombyx mori"
                     /mol_type="mRNA"
                     /db_xref="taxon:7091"
                     /cell_line="NIAS-Bm-aff3"
     CDS             6..2180
                     /note="BmATG1; alternatively spliced"
                     /codon_start=1
                     /product="ATG1 transcript variant A"
                     /protein_id="AFG28421.1"
                     /db_xref="GI:381393198"
                     /translation="MSVVKGKLVKMEVIQVGDYEFTKQDIIGHGAFAMVYKGRKRKNP
                     SQSVAVKVVTKKGIQKASEILVKEIKILRELTALQHKNLVAMHDCMDSPAYVYVVMEY
                     CNGGDLADYLQTNRLLSETTIQLFLAQLAEAMSAIHAKGIVHRDLKPQNILLTHSILP
                     PRTPHPSDITLKIADFGFARFLEEGNMAVTLCGSPMYMAPEVIMSLKYDAKADLWSLG
                     TIVYQCLTGKAPFQATTPHELKAFYENSVDLQPKIPPGTSPELCSLLIGLLRRNPRER
                     MSFEMFFNHPFLQRSRNTNVPKMGSCAGPSVVANRAPPSRATPPAPLPLALPTAKKTQ
                     PTSSDSSEVGWAGEEDFVLVEATESGSAECSAASSGSEAASRPRSLALPAPPAPASPC
                     TPTASPLTAATNTTVPRSQPIDVRRTTYSRNATNIGSLSPPTMPFAMGTPPSTRRRSS
                     NSGSSPPPQLWQVSPTNASPLRRSGWPAAGSSPPSALALRASGECGGGAGGALGDVLR
                     GMKPDPPVYIPNLQEETILAEEHSKVSSQLNFVLMLAELLSDLAVSCGAPIAALMDTS
                     DERCNESVRLGLMVQAMQALAAGLRLAATHYRARTLQPTPQVRSVVSLMNGKYKWIVN
                     ESKRLHEAGVTPAVCDKILYEHAIELCQMAAIEELFGDTKECERRYMSAQVLLHSLVQ
                     RHPLHPHHRTTLSKYRDAVQRRLNCLKGVRKIMDVKIEAGIS"
ORIGIN      
        1 gaatcatgtc cgtggttaag ggaaaattag tgaaaatgga agttatccaa gtcggtgatt
       61 acgagttcac taaacaagat ataattggac atggtgcttt tgcgatggtc tacaaaggaa
      121 ggaagagaaa gaatccgtcc cagtctgttg cggtgaaggt ggtcacaaag aaaggcatcc
      181 agaaagcgtc agagatactc gtgaaagaga ttaagatact acgtgaattg acagctctgc
      241 aacacaaaaa cctggtcgcg atgcacgact gcatggacag ccccgcctat gtctatgttg
      301 tcatggagta ctgcaatgga ggcgacctag cggattatct tcaaacgaac cggctgctca
      361 gcgagaccac gatccagttg ttcttagcgc agcttgcaga agcgatgagc gccatccacg
      421 cgaagggcat cgtccaccgt gacttgaagc cgcaaaacat actcctcact cattctatcc
      481 taccgcctcg tactccacac ccatcagata ttacactcaa aattgctgac ttcggattcg
      541 caaggttcct ggaagaagga aatatggccg ttacgctctg cggctcccca atgtacatgg
      601 ctccagaagt cataatgtcc ctgaaatacg acgctaaagc agacctgtgg agcctcggca
      661 caatagtcta ccagtgcctt accgggaagg ctcccttcca agccaccaca ccacacgaac
      721 tgaaagcttt ctatgaaaat agcgtcgatc ttcagcccaa aatcccacca ggaacgagtc
      781 cagaactgtg cagcttattg attggcctac ttcgacgaaa ccctcgagaa cgcatgtcat
      841 tcgaaatgtt cttcaatcat ccctttcttc aacgatcgcg caatacaaac gtccccaaga
      901 tgggatcgtg tgcgggtccg tccgtggtgg cgaaccgagc gcccccctcc cgcgccaccc
      961 cgcccgcgcc cctgccccta gccttaccca ctgccaagaa aacacagcca acatcctccg
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     1021 attcgtcgga ggttggttgg gcgggtgaag aggactttgt gttggtggag gcgacggaga
     1081 gcgggtccgc agagtgctcg gccgcctcct ccggctcgga ggctgcgtcc cgaccccgct
     1141 ccctggcgct ccccgcgccc cccgcacccg cctccccttg cacacctacc gcgagcccac
     1201 tgaccgcggc cactaacact actgtaccgc gatctcagcc catcgacgtg cgccgaacga
     1261 cctacagccg caacgccacg aacatcggct cgctctcgcc gcccactatg ccgttcgcga
     1321 tgggcacgcc gccgtcgacg cggcgtcgca gcagcaacag cggcagctcc ccgccgccgc
     1381 agctgtggca ggtgtcgccg accaacgcga gcccgctgcg caggtccggc tggccggccg
     1441 caggctcgtc cccgcccagt gcgctggcgc tgcgtgcgag cggggagtgc gggggcggcg
     1501 cggggggcgc gctcggcgac gtgctgcgcg gcatgaagcc cgacccgccc gtctacatac
     1561 ccaacctgca ggaggagacc atactcgcgg aggaacacag caaagtgtca tcacaactta
     1621 acttcgttct gatgttggcc gaactgctgt cggacttggc cgtttcttgc ggagctccca
     1681 tcgcagccct gatggatacg tccgatgagc gttgcaacga gagcgtccgg ctgggcctga
     1741 tggtgcaggc catgcaggcg ctcgcggcgg gcctgcgtct ggccgccacg cactaccgcg
     1801 cgcgcacgct gcagcccacg ccgcaagtgc gcagcgttgt atccctgatg aacggtaaat
     1861 acaaatggat cgtcaacgag tcgaagcgac tgcacgaagc gggagtgacg ccagccgtct
     1921 gcgataaaat actgtacgag cacgctattg aactgtgtca gatggcggcc atcgaggaac
     1981 tgttcggcga cacgaaggag tgcgagcgcc gctacatgtc ggcccaggtg ctgctgcact
     2041 cgctcgtgca gagacacccg ctgcatccac accaccggac cacgctctcc aaatatcgag
     2101 acgcagtaca acgtagacta aactgtctca agggtgttcg caaaataatg gatgtcaaaa
     2161 ttgaagccgg gatctcataa tgc
//


