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LOCUS DQ317302 5389 bp mRNA linear VRT 20-MAR-2006
DEFINITION Dicentrarchus labrax myosin heavy chain mRNA, complete cds.
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VERSION DQ317302.2 GI1:90025054
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FEATURES Location/Qualifiers
source 1..5389
/organism="Dicentrarchus labrax"
/mol_type=""mRNA"
/db_xref=""taxon:13489"
/note=""authority: Dicentrarchus labrax L."
CDS 98..5389

/codon_start=1

/product="myosin heavy chain"

/protein_id="ABC42922.2"

/db_xref="G1:90025055"
/translation="MECFGPAAIYLRKPERERIEAQNTPFDAKTAYFVTEPNEMYLKG
KLVKKEGGKATVETLCGKSITVKDTE I FPMNPPKFDK1EDMAMMTHLSEPSVLYNLKE
RYAAWMIYTYSGLFCVTVNPYKWLPVYDSVVVSGYRGKKRIEAPPHIFS1SDNAYQFM
LTDRENQSILITGESGAGKTVNTKRVIQYFAT IAVAGGKKADAAPGKMQGSLEDQI 1A
ANPLLEAYGNAKTVRNDNSSRFGKFIRIHFATTGKLASADIETYLLEKSRVTFQLSAE
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FFIGVLDIAGFEIFDYNSLEQLCINFTNEKLQQFFNHHMFVLEQEEYKKEG IDWEFID
FGMDLAACIELIEKPMGIFS1LEEECMFPKASDTTFKNKLHDQHLGKTKGFEKPKPGK
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GKAEAHFSLVHYAGTVDYNITGWLDKNKDPRNDSVVQLYQKSANKLLAMLYVTHGGPD
EAAGGGKKGGKKKGGSFQTVSALFRENLGKLMTNLRSTHPHFVRCL IPNESKTPGLME
NFLVIHQLRCNGVLEGIRICRKGFPSRIPYADFKQRYKVLNASV IPEGQF I DNKKASE
KLLGS IDVNHDEYKFGHTKVFFKAGLLGVLEEMRDEKLATLVTMTQALCRGYVMRKEF
VKMMERREATYTIQYNIRSFMNVKHWPWMKVYYK I KPLLQSAETEKELAEMKDNYEKM
KSDLASALANKKELEEKMVSLQQEKNDLQLQVASESENLSDAEERCEGL IKSKIQLEA
KVKETTERLEDEEE INAELTAKKRKLEDECSELKKD IDDLELTLAKVEKEKHATENKV
KNLTEEMASQDES IAKLTKEKKALQEAHQQTLDDLQAEEDKVNTLTKAKTKLEQQVDD
LEGSLEQEKKLRMDLERAKRKLEGDLKLAQES IMDLENDKQQSEEKLKKKDFETSQLL
SKIEDEQSLSVQLQKKIKELQARIEELEEEIEAERAARAKVEKQRSDLSRELEEISER
LEEAGGATSVQIEMNKKREAEFQKLRRDLEESTLQHEATAAALRKKQADSVAELGEQI
DNLQRVKQKLEKEKSEYKME I DDLSSNMEAVAKSKTNLEKMCRTLEDQLSELKTKNDE
NVRQINDTGAQKARLLTENGEFSRQIEEKEALVSQLTRGKQAFTQQTEELKRQVEEEV
KAKNALAHGLQSARHDCDLLREQFEEEQEAKVELQRGMSKANSEVAQWRTKYETDAIQ
RTEELEESKKKLAQRLQEAEEQIEAVNSKCASLEKTKQRLQSEVEDLMIDVERANGLA
ANLDKKQRNFDKVLAEWKQKFEEGQAELEGAQKEARSLSTELFKMKNSYEEALDHLET
MKRENKNLPQEISDLTEQIGETGKS IHELEKSKKQVETEKSEIQTALEEAEGTLEHEE
SKITLRVQLELNQIKGEVDDTVQEARNAEEKAKKA I TDAAMMAEELKKEQDASSHLERM
KKNLEVTVKDLQHRLDEAENLAMKGGKKQLQKLESRVRELEAEVEAEQRRGADAVKGY
RKYERRVKELTYQTEEDKKNVARLQDLVDKLQLKVKTYKRHAEEAEEQANVHLSKCRK

VONELEEAEERAD IAESQVNKLRAKSRDSGKGKEVAE™
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