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LOCUS EF690286 3143 bp DNA linear VRT 11-0CT-2007
DEFINITION Dicentrarchus labrax progastricsin gene, complete cds.
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VERSI0ON EF690286.1 GI1:154354704
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SOURCE Dicentrarchus labrax (European seabass)
ORGANISM Dicentrarchus labrax
Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi;
Actinopterygii; Neopterygii; Teleostei; Euteleostei; Neoteleostei;
Acanthomorpha; Acanthopterygii; Percomorpha; Perciformes;
Percoidei; Moronidae; Dicentrarchus.
REFERENCE 1 (bases 1 to 3143)
AUTHORS  Terova,G., Rimoldi,S., Larghi,S., Bernardini,G., Gornati,R. and
Saroglia,M.
TITLE Regulation of progastricsin mRNA levels in sea bass (Dicentrarchus
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REFERENCE 2 (bases 1 to 3143)
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Saroglia,M.
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FEATURES Location/Qualifiers
source 1..3143
/organism="Dicentrarchus labrax"
/mol_type=""genomic DNA"
/db_xref=""taxon:13489"
mRNA Jjoin(<37..89,224..365,491..608,951..1069,1421..1620,
1774..1890,2029. .2176,2456. .2554,2684 . .>2848)
/product=""progastricsin”
CDS Jjoin(37..89,224_.365,491..608,951..1069,1421..1620,
1774..1890,2029..2176,2456..2554,2684..2848)
/note=""pepsinogen C"
/codon_start=1
/product=""progastricsin”
/protein_id="ABS76468.1"
/db_xref="GI:154354705"
/translation="MKCLVAVLVCVVLAEGFKVPLTKHKSMREALREKGIELPYQDPA
LKYYPNEFATTAGMY INNYADTTYYGP1SIGTPPQSFQVLFDAGSANLWVDSVYCNTQ
ACNTHKKFNPQQSSTFSAKGQTFYLPYGAGSLYGTFGYDTVTVAGIVIPNQEIGLSTN
EPGONFVVAKFDGILGLSYPSISAGGETPVMDSMISQNLLSANIFAFYLSRNGQQGSV
LTFGEVDNSLYQGQIYWTPVTSETYWQIGVEGFQINGQDTGLCSQGCQSVVDTGTSSL
TAPQQILGTIMQAIGAQQSQYGAYMVDCSQVNNLPTLSFVISGVALPLPPSAY IKQQY
QNGYQYCLVDIYPTYLPPRNGQPLWIFGDVFLREYYS1YDRTNSRVGFATAA™
ORIGIN

1 tatccatcca ggagggctgt gtgtacagga gggatcatga agtgtcttgt tgctgttttg
61 gtctgtgtgg tgctcgcaga gggattcaag taagaaaact acctctttgt aactctcagt
121 tctttttata cgatagcaaa tttgtacttt tggctttaca actacacttt caaagccatg
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http://www.ncbi.nlm.nih.gov/nuccore/154354704?report=graph
http://www.ncbi.nlm.nih.gov/nuccore/EF690286#goto154354704_0
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